IN THE DRAWINGS 



Please amend the drawings. Copies of figures with amendments in red ink are 
enclosed herewith. 



The specification, claims, and drawings have been amended to comply add 
Sequence identification numbers in order to comply with sequence listing requirements. 

It is respectfully submitted that no new matter has been introduced by the present 
amendments and entry of the same is respectfully requested. 



Applicants believe all pending claims are now in condition for allowance and 
should be passed to issue. If the Examiner feels that a telephone conference would in any 
way expedite the prosecution of the application, please do not hesitate to call the 
undersigned at (408) 731-5875. 

The Commissioner is hereby authorized to charge any additional fees which may 
be required, or credit any overpayment to Deposit Account 01-0431. 
If the Examiner has any questions pertaining to this application, the Examiner is 
requested to contact the undersigned attorney. 



REMARKS 



CONCLUSION 



Respectfully submitted, 





Thomas Malone 



Reg. No.: 40,078 
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VERSION WITH MARKINGS TO SHOW CHANGES 
MADE TO THE APPLICATION 

In the Specification 

Please amend the third paragraph on page 3 of specification as follows. 

In one embodiment, the present invention provides an isolated growth factor 
polynucleotide comprising a nucleic acid sequence depicted in Figure IB (SEP ID NO: 
02) . In one aspect of this embodiment, the isolated polynucleotide comprising a nucleic 
acid sequence selected from the group consisting of: (a) a nucleic acid sequence of at 
least 90 nucleotides that is essentially identical to a linear sequence of comparable length 
contained in the sequence shown in Figure IB (SEQ ID NO:02) ; (b) a nucleic acid 
sequence of at least 90 nucleotides encoding a polypeptide that is essentially identical to a 
linear sequence of at least 30 amino acids contained in the sequence shown in Figure 1 A 
(SEP ID NO:01) ; and (c) a complement of (a) or (b). In another aspect, the isolated 
polynucleotide encodes a polypeptide comprising an amino acid sequence that is 
essentially identical to a linear sequence of comparable length shown in Figure 1 A (SEP 
ID NO:01) . In yet another aspect, the isolated polynucleotide encodes a polypeptide 
comprising an amino acid sequence essentially identical to the entire amino acid 
sequence shown in Figure 1A (SEP ID NO:01) . In still another aspect, the isolated 
polynucleotide encodes a polypeptide comprising the amino acid sequence shown in 
Figure 1 A (SEP ID NO:01) . The polynucleotide of the present invention can code for 
the whole or domain(s) of the growth factor, or a mutant, fusion or a functionally 
equivalent growth factor polypeptide. In a related aspect of this embodiment, the 
invention encompasses a method of diagnosing a pathogenic condition or susceptibility to 
a pathogenic condition that is associated with a genetic alteration in a growth factor 
polypeptide encoded by the claimed polynucleotide. The method comprises the steps of: 
(a) providing a biological sample of a subject containing nucleic acid molecules and/or 
polypeptides; (b) determining a genetic alteration associated with the growth factor; and 
(c) correlating the alteration with a pathogenic condition or susceptibility to a pathogenic 
condition. 
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Please amend the first paragraph on page 4 of the specification as follows. 

In another embodiment, the present invention includes a polynucleotide sequence that is 
useful as a probe for diagnostic or research purposes. Preferably, the probe is between 5 
and 100 nucleotides in length and may comprise any of the contiguous nucleotides shown 
in Fig. 1 A (SEP ED NO:01) . Longer sequences may be used as probes depending on the 
type of assay used. 

Please amend page 6, line 21 of the specification as follows. 

Figure 1 A (SEQ ID NO:01) depicts the amino acid sequence for the peptide encoded by 
polynucleotide A.ctgl2831-000000.10.0. 

Please amend page 6, line 23 of the specification as follows. 

Figure IB (SEP ID NO:02 > ) depicts the polynucleotide sequence of A.ctgl2831- 
000000.10.0. 

Please amend the first paragraph on page 19 of the specfication as follows. 

In a separate embodiment, the present invention provides an isolated 
polynucleotide comprising a nucleic acid sequence having at least about 90 nucleotides 
that is essentially identical to a linear sequence of comparable length contained in the 
sequence shown in IB (SEP ID NO:02) . Preferably, the isolated polynucleotide contains 
at least about 90 nucleotide bases, more preferably at least about 150 nucleotides, more 
preferably at least about 450 nucleotides, and even more preferably at least about 1200 
nucleotides. When the polynucleotide sequence is used as a probe, then it can also be 
shorter in length. For example, the sequence can be any contiguous nucleotides along the 
sequence shown in Fig. IB (SEP ID NP:02\ its complement, or a variation of a few 
nucleotides. The length can be from 5, 13, 15, or 20 nucleotides to 25, 30, 50, 75, 100 or 
more nucleotides in length. In some embodiments very long sequences can be physically 
attached to a substrate that may be 500 to 5,000, or even 50,000 nucleotides long. 
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Please amend the second paragraph on page 19 of the specification as follows. 



In another embodiment, the isolated polynucleotide comprises a nucleic acid 
sequence of at least 90 nucleotides that encodes a polypeptide essentially identical to a 
linear sequence of at least 30 amino acids depicted in Figure 1 A (SEP ID NO:01 ). 
Preferred linear peptide sequence is at least about 50 amino acids in length, more 
preferably at least 150 amino acids in length, and more preferably at least 350 amino 
acids. In yet another embodiment, the isolated polynucleotide may be any polynucleotide 
which encodes the polypeptide of Figure 1A (SEP ID NO:01) . In yet another 
embodiment, the isolated polynucleotide is a complement of any of the above mentioned 
growth factor polynucleotides. 

Please amend the third paragraph on page 19 of the specification as follows. 

These gene sequences can be identified, in whole or in part, by specifically 
hybridizing under moderate or stringent conditions to the exemplary polynucleotides 
shown in Figure IB (SEP ID NP:02 ). Alternatively, the invention sequences can be 
identified by their homology to published or known open reading frames, or pieces of 
genomic sequences using computer-assisted methods known in the art or those described 
herein. 

Please amend the first paragraph on page 22 of the specification as follows. 

Polynucleotides that correspond or align more closely to the exemplary sequences 
disclosed herein are comparably more preferred. A query polynucleotide of at least 90 
nucleotides is considered to be essentially identical to a reference polynucleotide (e.g. 
sequences shown in IB. (SEP ID NP:02) ), when the query polynucleotide exhibits at 
least about 80% sequence identity, more preferably at least about 90% identity, even 
more preferably at least about 95% identity using any of the above-mentioned alignment 
programs with the default settings. Likewise, a query polypeptide is essentially identical 
to a reference polypeptide of at least 30 amino acids, when the query polypeptide shares 



at least 80% sequence identity, more preferably at least about 90% identity, even more 
preferably at least about 95% identity that can be discerned by the aforementioned 
programs using their respective default settings. When using Bestfit or any other 
sequence alignment program to determine whether a particular sequence is, for example, 
80% identical to a reference sequence of the present invention, the percentage of identity 
is preferably calculated over a linear sequence of comparable length that is contained in 
the reference sequence. Typically, the upper limit of gaps in homology is set at 20% of 
the total number of amino acid residues or nucleotide residues in the respective reference 
sequence. The altered residues may occur at the amino or carboxyl terminal positions of 
the reference sequence or anywhere between those terminal positions, interspersed either 
individually among residues in the reference sequence or in one or more contiguous 
groups within the reference sequence. Allowable sequence alterations include but are 
not limited to deletion, insertion, translocation and substitution of individual residues. 

In the Claims 

Please amend Claims 1, 2, 6, 7, 8 as follows: 

1. An isolated polynucleotide comprising a nucleic acid sequence shown in Figure 
IB (SEP ID NO:02) . 

2. An isolated polynucleotide comprising a nucleic acid sequence selected from the 
group consisting of: 

a) a nucleic acid sequence of at least 90 nucleotides that is essentially identical to 
a linear nucleotide sequence of comparable length depicted in Figure IB (SEQ ID NO: 
02); 

b) a nucleic acid sequence of at least 90 nucleotides encoding a polypeptide that is 
essentially identical to a linear peptide sequence of at least 30 amino acids depicted in 
Figure 1A (SEO ID NO:01V , and 

c) a complement of (a) or (b) 
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6. The isolated polynucleotide of claim 2 wherein said nucleic acid encodes a polypeptide 
comprising an amino acid sequence that is essentially identical to a linear sequence of 
comparable length shown in Figure 1A (SEQ DP NO:01) . 

7. The isolated polynucleotide of claim 2 wherein said nucleic acid sequence encodes a 
polypeptide comprising the amino acid sequence shown in Figure 1 A (SEP IDNO:01) 

8. The isolated polynucleotide of claim 2 wherein said nucleic acid encodes a polypeptide 
comprising an amino acid sequence essentially identical to the entire amino acid 
sequence shown in Figure 1A (SEQ ID NO:01) . 
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Figure 1 



Sequence Name: 
A.ctgl2831-000000.10.0 
Figure 1A : £tQ ID *l0' 

MGKDFMSKTPKAMATKAKIDKWDLIKLKSFCTAKETTIRVNRQLTEWEKIFATYSFDKGL 
ISRIYNELKQIYKKKTKNPIKKWVKDMNRHFSKEGIYAAKKHMKKYSSSLAIREMQIKTT 
MRYHLTPVRMAIIKKSGI^^DMDEAGNHHSQQTITRTKNQTPHVLTHRWILQQSHWT^ 
SDISELMHKTDRIVNLLMClYnrLL^ 

PRCLLVQRCGGNCGCGTVNWRSCTCNSGKTVKKYHEVLQFEPGHIKRRGRAKTMALVDIQ 
LDHHERCDC IC S SRPPR 

Figure IB : ID NO: 02. 

GTATATGTAAGAAAGCC TC ATCTTTTGATTTTTAATATAC AAGATGC TTTCTTTAAGAGA 
GCAAGATTCAAAATTGTTTTGTGTTTCAAAATTTAAAAATAAATTTATCTCCTAAATTTT 
CTAAAGACATGTTTCATATATTTGACCATCCCTTATTTTGGCAAAGGATTTTAAGAGTCT 
AACTCAAACATATGTAAGCTCTGGTGTACCTGGTTATATATACCAAAAAAAACATTTGAT 
C TAT AT AC AC AT AGAC ATGAAT AT ATTTC TGTGTGTGTTTGTGC ATATAT AACC TC AAAC 
ACTATTATTAAATGC AATCC TATATTC TTAGGTATAGAAGTTGATGATATAC CTTTCTAC 
TTGCCATGGCATTAACAAAGCAAGGCTGAGACTCAGCAACCACTTGTGTTCATTGCATTG 
CAGGCTAGTAGTAAGTTTGGTTGCTGGTAGGAAAAGGGTCTCTTATCTCACCCTCCTTAA 
AC T AAAGGTTCTTTC AGGC TTAATGT AAGGATGTGC AC ATTC TCTTATC G AGGTGGTC TT 
GAGCTGCAGATACAATCACATCGTTCATGGTGATCCAACTGGATGTCAACTAGAGCCATG 
GTCTTAGCTCTACCCCTCCTCTTGATGTGGCCAGGCTCAAACTGTAATACCTAGGACAAG 
AAGC AC ATC TC C TGTT AGAAAGCC TTTGG AGTTC AAC TC AGTC AGATGC C AC C T AC TT AT 
TACCTTTTTGACAACTAGTTCTTAGCCCTTTGAGAACCCAACAGAAGCTATGGGCTTGCT 
ATTAGAATGC AC ACGTTGCTATTAGAATGTAC AC ATTTTTC AAATAATTGAC TC CC TGAA 
GTGGAGGAATC AATTGATCC C AGAGTAATGC CC AGC ATAAC TTAC CTGAAGTAC CC AGAT 
GATTTCATGTGTCTTAGCAGGTATTTATTAATAGCTTTCTAAGGGCCTGCTTTGGGCCAA 
GTACTGTTC C AAATATTATCGTAAAGATCCTTC TGAC C AAGGC ATGTGTTATAGATGAAT 
ACAATACTTGAGCATATTATTAGCATGGAGAGGAAAATGAATACAACCATGAATAAAATA 
TGC TGGTATATC T AAATC TTTGGTTG AAGTAAAAC ATGTTGC CCTGGAGTTGC TGGC AAG 
ATGGCCGAACAGGAACAGCTCTGGTCTGCAGTTCCCAGCGAGATCAATGCAGAAGGCGGG 
TGATTTCTCCATTCCCAACTGAGGTACCCAGTTCATCTCACTGGGACTGGTTAGACATTG 
GGTGC AGC C C AC GGAAGGTGAGCTG AAGC AGGGTGGGGTGTC C C C TC AGC C GC GAAGTGC 
AAGGGGGTGGGGGATCTCC TTC CC CC AGC C AAGGGAAGCC ATGAGAGAC TGTAC C AGGAG 
GAATGGTGCACTCTAGTCCAGATACTGCACTTTTCCCATAGTCTTTGCAACTGGCAGACC 
AGGAGATTTCCCCCAGTGCCTATGCCACCAGGGCCCTGGGTTTCAAGCACAAAACTGGGC 
GGCCATTTGGACAGACACCGAGCTAGCCGCAGCAGTTTATTTTTCATACCCCAGTGGCGC 
CTGGAATGCCAGCAAGACAGAACCATTCACTCCAGGGATCCAAGTGGTCTGGCTCAGTGG 
GTCCCACCCCCATGGAGCCCAGCTAGCTAAGATCCACTGGCTTGAAATTCTCCTGCCAGC 
ACAGCAGTCTGAGATTGACCTGGGATGCTTGAGCTTGGTGAGGGGAGGGGCGTCTGCCAT 
TGCTGAGGCTTGAGTAGGCGAGGCGGTTTTACCCTCAAAGTGTAAACAAAGCTACTGGGA 
AGTTTGAATGGGGCGCCCACCGCAGCTCAGCAAGGCCGCTGTGGCAAACTGCCTCTCTAG 
ATTC C TCCTTTTTGGGC AGGTC ATC TC TGAAAGAAAGGC AGC AGC C CC AGTC AGGG AC TT 
ATAGATAAAAC C C CC ATCTC CCTGGGAC AGAGAACC TGGGGGAAGGGGTGGCTGTGGGTG 
CAGCTTCTCAGACTTAAACATTCCTGCCTGGAGGCTCTGAAGAGAGCAGCGGATCTCCCA 
GCACAGCATTTGAGCTCTGATAAGGGACAGGCTGCCTCCTCAAGTGGGTCCCTGACCCCC 
ATGTATCCTGACTGGGAGACATCTCCCATTAGGGGCCAATAGACATTTCATACAGGAGAC 
AGGGTC TGGAGTGG ACCTC C AGC AAAC TC C AGC AGACC TGC AGC AG AGC GGC C TGAC TGT 
TAGAAGGAAAAGTAACAAACAGAAAGGAATAGTATCAACATTAACAAAAAGGACATCCAC 
TCAGAGACCCCATCTGAAGGTCAACAACATCAAAGACCAAAGGTAAATAAAACCAAAAAG 



t 



ATGGGAAAAACCAGTGCAGAAACACTGAAAATTCCAAAAACCAGAACTCCTCTTCTCAAC 
CAAAGGATCACAACTCCTCGCCAGCAAGGGAACAAAACCAGATGGAGAATGAGTTTGAGG 
AATTG AC AG AAGT AGGC TTC AG AAGGTGGGT AAT AAC AAAC TC C TC C G AGC TAAAGG AGC 
ATGTTCTAACCCAATGCAAGGAAGCTAAGAACCTTGAAAAAAGGTTAGATGAATTGCTAA 
CTAGAATAATCAGTGTAGAGAAGAACATAAATGACCTGATGGAGCTGAAAAACGCAAGAC 
AAGAAC TTC ATGAAGC ATAC AC AAGC TTC AAT AGC C AAATC GATC AAGC AGAAGAAAGGA 
TATCAGTGATTGAAGATCAAATTAATAAAAGAAAGTGAGAAGACAAGATTACAGAAAAAA 
G AGTGAAAAGAAAC AAAC AAAGC C TC C AAGAATTATGGGACTATGTGAAAAGAC C AAATC 
TACATTTGATTGGTGTCCCCCAAAGTGATGGGGAGAATGGAATCAAGTTGGAAAACACTC 
TTCAGGGTATTATCCAGGAGAATTTCCCCATCTATCAGGGCAGGCCAACATTCAAATTCA 
GGAAATATGGAGAAC ACC ATAAAGATAC TC C TC GAGAAGAAC AATCC C AAGAC AC ATAAT 
CTTCAGATTCACCAAGGTTGAAATGAAGGAAAAAATGTTAAGGGCAGCCAGAGAGAAAGG 
TTGGGTTACC C AC AAAGGGAAGC C AATC AGACTAAC AGCGGATCTCC C GGC AGAAAC CC T 
ACAAGCCAGAAGAGAGTGAGGGCCAATATTCCACATTCTTAAAGAAAATAATTTTCAACC 
CAGAATTTCATATCC AGC C AAAC C AAGC TTC CTAAGTGAAGGAGAAATAAAATC C TC TAC 
AGAG AAGC AAATGC TG AC AG ATTTTTGTC AC C AC C AGGC C TGC C TTAC AAGAGC TC C TG A 
AGGAAGCACCAACATGGAAAGGAACAACTGGTACCAGCCACTGCAAAAACATCCCAAATT 
GTAAAGACCATTGATGCTATGAAGAAAGTGCATCAACTAACGGGCAAAATAACCAGCTAG 
TGTC AT AATGGC AGGATC AAATTC AC AC AT AATAAT ATT AAC C TT AAATGTAAATGGGC T 
AAATTCCCCAATTAAAAGAC AC AGACTGGCAAATTGGATAAAGAGTC AAGAC CCATCAGT 
GTGCTGTATTCAGGAGGCCCATCTCACATGAAAAGACACACATAGGCTCAAAATAAAGGG 
ATGGAGGAAGATTTACCAAGTAAATGGAAAACAAAAAAAAAAAGCAGGGGTTGCAATCCT 
AGTCTC TGATAAAAC AGAC TTTAAAC C AAC AAAGATC AAAAGAGAC AAAGAAGGCC ATTA 
CATAATGGTAAAGGCATCAATGGAACAAGAAGAGCTAACTATCCTAAATATACATGCACC 
CAATACAGGAGCACCCAGATTCATAAAGCAAGTTCTTAGAGACCTACAAAGAGACTTTGA 
CTCC C AC AC AATAATAGTGGGAGTC TAAATAATAAATAGAC AC TTTAAC ACC CC AC TGC C 
AAT ATT AGGC AGATC AATGAG AC AGAAAATT AAC AAGG AT ATC C AGG AGTTG AAC TGAGC 
TC TGGAC C AAGC GGACCTAATAGATATC TAC AGAACTC CC C AC C C C AAATC AAC AGAATA 
TACACTCTTCTCAGCATCACATTACACCTATTTTAAAATTGACCATGTAATTTTAAGTAA 
AAC AC TC CTC AGC AAATGC AAAAGAAC AGAAATCC TAAC AAAC AGTC TC TC AGAC TAC AG 
TGCAATCTATTTAGAACTCAGAATTAAGAAACTCACTCAAAATCACACAACTACATGGAA 
AC TGAAC AACC TGC TC CTGAATGACTAC TGGGTAAATAAC AAAATGAAGGC AAAAATAAA 
GATGTTC TTTGAAACC AATGAGAAC AAAGAC AC AATGTAC C AGAATC TCTGGGGC ATATT 
TAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAGATGCCTACAAGAGAAAGCAGGAAAT 
ATCTAAAATAGACACCTTAACATCACAATTAAAAGAACTAGAGAAGAAAGAGCAAACAAA 
TTC AAAAGCTAGC AGAAGAC AAGAAATAAC TAAGATC AGAGC AGAAC TGAAGGAGATAGA 
GACACAAAAAGCCCTTCAAATAAATCAATGAATCCAGGAGCTGGTTTTTTGAAAAGATCA 
GC AAAATAGAC C ACTAGAC AGAC TAATAAAGAAGAAAAGAGAGAAGAATC AAAGAGATGC 
AATAAAAAATGATAAAGGGGATATCACCACCGATCCCACAGAAATACAAACTATTATCAG 
AGAATATTATAAACACCTCTATGCAAATAAACTAGAAAATCTAGAAGAAATGGATAAATT 
CCTGGACACATATGTAGCCTGTATGGACCTTGGGGGACAGAACAAAAGGGGGTGAATGCA 
GAAATAAAAGACAAAGACAAAAGAGTATGTTTGGAAGTAGGGGTCAGGGGGCAACTTGCC 
TCTAATGGACAAGGGCCCTGAGCTTTACACCACCCTCTGTATTTATTAGGCAAAAGAGAT 
AGCGAGAGGGTGAGTTGGAAGAAGAGGTCAGCTGTTAGGTCCAGAGTAGGCCTGCAAGAC 
TGC ATTC CTC AAAC AATAGGC TC T AG ATGTC C C AGT AGAT AAC C TC AAGGAGCC AGTGC C 
AGGGAGTGATGGC C C TC AGC AAACC TTC T AGGGC AGGC AC AGAAGTAAGTTTGCC C AC AT 
TC TGTATTCACGATAAACAGTTTGC TGTTTGATC AAGT AGC CTC CAGTGGAATGCTGAGT 
TGGTCATGATCCCTTTGGCCTTTTTGGCTCCCAAAACACATACACCCTCTCAAGACTAAA 
CCAGGAAGAAGTC AAATC C CTGAATATAC C AGTAAC AAGTTCTAAAATTGAAGC AGTAAT 
TG ATAGC C TAC C AAC C AAAAAAAGTC C AGG AC C AGAC GGATTC AC AGC C AAATTCT ACC A 
GAGGTAC AAAGAGAAGCTGGTAC TATTCC TTC TGAAACTATTC C AAAAAATAGAAAATGG 
GAATCCTCCCTAACTCATTTTACGAGGCCAGCATCATCCTGATACCAAAACCTAGCAGTG 
ACACAACAAAAAGAGGAAATTTCAGGCCCATATCCCTGATGAACATTGATGTGAAAATCC 
TCAATAAAATACTGGCAAACCAAATCCAGCAGCACATCAAAAAGCTTATCTACCATGATC 
AAGTTGGCGTCATCCCTGGGATGCAAGGCTGGTTCAAAATATGCAAATCAATAAATGTAG 
GCCATCACATAAACAGAACCAATGACAAAAACCACATGATTATCTCAATAGATGCAGAAA 
AGGCCTTTGTCAAAATTCAACAGCCCTTCATGCTAAAAATTCTCAGTAAACTAGGTATCG 




ATGGAATGTATC TC AAAATAATAAGAGC TATTTATAC AAAC CC AC AGC C AATATC ATACT 

GAATGGGC AAAAAC TGGAAGC ATTC CC TTTGAGAAC TGGC AC AAGAC AAGGATGC C CTC T 

CTCACCACTCCTATTCAAGATACTATTGGAAGTTCTGGCCAGGGCAATCAGGCAATAGAA 

AGAAATAAAGGGTATTCAAATAGAAAGAGAGGAAGTCATATTGTCTCTGTTTGCAGATGA 

C ATGTTTGTATATTTAG AAAACC C CATC GTC TC AGGC C AAAAAC TC C TTAAGC TG AT AAG 

CAACTTCAGCAAAGTCTCAGGACACAAAATCAATGTGCAAAAATCACAAGCATTCTTATA 

CGCCAATAATAGACAAACAGAGAGCCAAATCATGAGTGAACTCTCATTCACAATTGCTAC 

AAAGAGAATAAAATACCTAGGAATACAACTTACAAGGGACACGTAGGAACTCTTCAAGGA 

GAACTACAAACCACTGATCAAGGAAATAAGAGAGGACACAAACAAATGGAAAAACATTCC 

ATGCTCACAGATAGTAAGAATCATGAAAATGCCATACTGCCCAAAGTAAATTATAGATTC 

AGTGCTAC CC CC ATC AAGC T AC C ATTG AC TTTC TTC AC AGAATTGGAAAAAAC AACTTTA 

AATTTCATATGGAACCAAAAAAAGAGCCCACAGAGCCAAGACAATCTTAAGCAAAAAGAA 

C AAAGC TGGAGGTATC ATGCTACC TGACTTAAAAC TATACTATAAGGCTAC AGTAAC C AA 

AAC TGC ATGGTAC TGGTACC AAAAC AGATATATAGACC AATGGAAC AG AAC AGAGACCTC 

AGAAATTACACTGCAATCTACATCCATCTGATCTTTGACAAACCTGACAAAAACAAGCAA 

TGGAAAAAGGATTCCCTATTTAATAAATGGTGTTGGAAAAACTGGCTAGCCATATGCAGA 

AAGC TG AAAC TGG ATC C C TTC C TT AC AC C TT AT AC AAAAGTT AAC TC AAGATG AATT AAA 

GAC TTAAATATAAGACATAAAACC AT AAAAAC CCAGAAGAAAACCTAGGCAATAC C ATTC 

AGGATATGGACATGGGCAAAGACTTCATGACTAAAACACCAAAAGCAATGGCAACAAAAG 

CCAAAATAGACAAGTGGGATCTGATTAAACTATAGAGCTTCTGCACAGCAAAAAAAAACT 

GTCATCAGAGTGAACAAGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTATCGATCT 

GAC AAAGGCT AATATC C AGAGATC TAC GAAGAACTTAAAC AAATTTAC AAGAAAAAAAC A 

AC C CC GTC AAAATATGGGC AAAGGATATGAGC AGAC AC TTCTC AAAAGAAGAC ATTTATG 

CAGCCAACAAACATATGAAAAAAACCTCATCATCATTGGTCGTTAGAGAAATGCAAAACA 

AAACCACAGTGACATACCATCTCATGCTAGTTAGAATGGTGATCACTAAAAAGTCAGGAA 

AC AAC AAATGC TGGAGAGGATGTGGAGAAATAGGAAC AC TTTTCC AC TGTTGGTGGGAAT 

GTAAATTAGTTCAACCATTGTGGAAGACAGTGTGGAGATTCCTTAAGGATCTAGAACCAG 

AAATATCATTTGACCCAGCAATCCCATTACTGAGTATATACCCAAAGGAATATAAATCAT 

TCTATTATAAAGACACATGCACACATATGTTTATTGCAGCACTGATCACAATAGCAAAGA 

CTTGGAACCAACCCAAATGTCCATCAGTGATAGACTGGATAAAGAAAACATGGCACATAT 

AC ACC ATGAAATAC TATGC AGC C ATAAAAAGGATGAGTTC ATGTCC TTTGC AGAGATATG 

GATGAAGCTGGAAAC CATC ATTCTC AGC AAAC TAAC AC AAGAAC AGAAAAC C AAAC AC C A 

CATGTTCTCACTTGTAAGTGGGAGTTGAACAATGAGAAGACATGGACACAGGGAGGGGAA 

CATCACACACCAGGTCCTGTTTGTGGGTGCGGGACTAGGGAAGGGATAGCATTAGGAGAA 

ATACCTAATGTAGATGACGGGTTGATGGGTGCAGCAAGCCACCATGGCACATGTATACCT 

ATGTAAC AAAC C TGC AC ATTC TGC AC ATGTAC C C C AC AAC TT AAAGTATT AAAAAAAAAA 

CACACAACATGTTGCCCTGATGAAGGTCATTAGTGGCCATAAATAAGTAAAATGTGTTTT 

ATGTTTTTATATATTTGTTAACATATAATATCCTTTACCATTTAAAACAAATCAGGTTCC 

ACTAAAATCTTTGTATATTAATACCTGTGTATCAATACAGCATTTCTTAAATCAATAAGT 

ATATCATTAATTTTTAAATTCATAAGTTTAAACATAATTTCTTAAATTAGTAGTTAAATA 

GAAGCCAACCCTTCTTCCCTGCAGTGGCCTTCATTTAGTGAAATATTAGCTATTACATAG 

ACATATACTTGGTAAAATTCCATTCTTGTTTTCTAATATACATAGTCAGATTAATATATT 

ATTT AC TTT ATGTTC TT AGATC C C GGTT AGC C TTTATTTTTG ATTTTGTC C C ATT TTC C T 

TTTAGATTCTAAACTTGGTCATGGCACCATTAAACAATTCTATAGCATTTTACAGTTTTT 

GAATAATTTGCACAGGCACTATTTTTTTTTTTCTTTTTACCCTCAGACAAATCTTTCACA 

TGGTGGAAAAGGTATCATTATGCCCACTTTATACTGAGATTCTAAAGGAGGATAAGTACC 

TTGTCC AGGGTC TTCCC C TGAC TTGG AC C TGGGAC C AGG AC CTGGG ATC AGGAC ATTT AA 

GCTCCTAGCATATTCTGACTTGAGGCCTCTCTAACATGCCTTCAATTTCCTTTTATGTCT 

CAAGGGTGTGTCTGGCTCCCCATGTGAACCGGCAGGGAGACCTGTGATGCTTTGCTTGAA 

CTTTTGTCCTAGGTGAAAGTTAGATGCCTGGAGTCCCCTGCACTCATGCATCACGGTCTG 

CACATTCCTTTCATTTAGAATTTTGCCATGCTGTTCCATAGACGGTCCAGTGAGGCAGGG 

AAT AAATC AC TGC ATTTGTTT AATGTTC AATC AAGTT AGGGC AC TC TGC TGATGC AGAAT 

GGAAGATGGAGATCTGTTTGTAGAAAAACTTCAAAAGACTTGTCAGTACAAAGTTGGCAG 

GGGGTGGAGGAAGGAATACCCTAAGAAAGTTCTTTAGGGAGACAAAGTGTCAGAAATTTT 

GATATTGGTAAAGCTAGTCCAAAGGCCAGTTTTGATAGTTGATTCTATTATCATCTCCTG 

CAATTCTATTGCACTTACAATAGGTACCTTGGAAGGGGTTGGGGTTTGGACTCCCATAGC 

TTTGCCAAGAATTTCTCCAAGATGAATTAATTGCTATTTTCCAAGACTATCTGGCCTGTA 



AAAGAGATTTGAGAACTAGGGGATGCAGGAGAGGGAAATTATTTCTAAGAAGCTGAGCAT 
ATGATAAATATTC C TTGTTT AAAG AAG AC TGTT ATC AAGGCC T AAT AATTTGTG ATG AC T 
GGCACCTGTAAAATCAGAGCTTTGTCGATTTGCTTTCTCATTTGACGGCAAACAAAAGTG 
TGTGCTTTGGGATAAGAGCAAGAGCCTGGGCAGTTTTTCTAACTGGTCTTCTGATTGTTC 
AGGG ATTTTC TC TGTGTTTT AT ATTAAGC AAC GTG AGC AC GGT AT AT ATGTGTTTTGCTG 
ATAAGAAGAGAAAAATGAATTGGC AGAC ACC TTTTC C C AGAC AAGAC AGGAGAGC AC TAT 
TTGAACAAAGTGGAAATTGGACTGCCTTACTGGATGATCACAGCACTGATGTTCAAAGCT 
TTCAGATCATGTAATAGTCTTAGGTTCAGGTACACAGCATTGAAAGAAGGAAGAAAGCAA 
GGCTGATTTGAGGGCATGTAGAAAAATGAAAAGCCTTTATCTGAGAAAGCAAACTGGCGG 
TTATAGGTTATC TGGTC ACC TTTAAAGGGAAGGAAC AC TGAATTAATTATAGGAGCTGAA 
GGGC AC TTGTT AAT AGGT AC C CTC AC AC AAC AC TTTC TT ATTTTC TGAGC T ATG ATTC AC 
AGCTGGAAGCACACAACCAGAAATAACAAATCCACTGGCGGGCAACCAGCATTTCTTAAC 
ACCTATGGGTGCAAATGGGGATCTTGACTCCTCTCCACTCTGGAAAACCACACAAAGCCA 
GGG AAAC TTG AC GTC T AC T AAATGG AGTGTGAC TG AGCC AATTGGTGGGTTTC AT ACC AC 
C ATAC AAAATC AAAGATGCTC AGTTTTGC AAATTAC C TC ATC AC AAAAGATATTTAAC TA 
CAGTTACTCACCTTGTTGCCAATAAACGTCTGAATAAATCTTCACCATAAAGCTATTTAC 
ACTAATAAAAC AATAC C AGGC AGAAAAGC TATCTGCTGAGTC TGGTTC TTGTTTATTGAG 
AATATAAAAAAAGGCTGTTAAGGC TTGTAAC AGTTC TC AAATTAATGGC TGAC TTAGGAA 
CACAAGTACGTATTTCAGGACAAATGCATTATATAAACCCAAATCATTAAGAGTTTAAGA 
TTC TTCC TTTTTTTTTTTTTTTTTTTTTTTG AG ATGGAGTTTC AGTC TTC TTGCCC AGGC 
TAGAGTGCAATGGTGTGATCCCGGGTCACTGCAACCTCCACCTCCCGGGTTCAAGTGATT 
C TC CTGC C TC AGCC TCC C AAGT AGC TGGGAC TAC AGGC AC GTGCC AC C AC GC CTGGCT AA 
TTTTTGT ATTTTT AGT AGAG ATGGGTTTC CC C ACGTTGGC C AGGC TGGTC TTGAAC TC C T 
GACCTCAGGTGATCTGCCTGCCTCAGCCTCCCAAAATGCTGGGATTACAGGCATGAGCCA 
C TGCGC C C GGTC TC TTC C TAACTTC T AAACC AGGCTGTTTTC AGC AC AC AC AGTTTC TC A 
AGGAAAAAAAAAAGCTTCTCTTTTGATCTCTTTCATGCTTATAGCCTTTATAAAAAATGT 
ACACAGAGTCAATATTTTTAAGGGATGCTAGTGAATTATTCTGAAACCTAAGTGACTACA 
AGC AAAAATATC TTGAGAAGGGATAAC ATATTATTTC C TCCC TGAGTAATTAC TC AACC T 
GCAGGCAATAATCACAGCAGTGGCTGGCATTGTAACAGAAGGACTGATATCAAGTCCCAA 
GAC AC AGTAC TC AGTTAAAAAGAC ATAAATGAC AAAC AGC TC AAC AGTGTTATATTAAGA 
AGTTAAGCTTGAAGGTGACAAAAAGCTGGGTTATAGTGGGAGTTTATAACATGCTCATGA 
ATTTTGAAAATGCAATCATGATATCTGTGCATATTTACTTCAAATAGATGCGTTCTGTGA 
GACTCTAGGGTTACTATGAGGTGTACTCAGTTGCAGTTTTAACTTTACAGAACTAAATAG 
TTAAATGATTTTGAC AGC AC CTTAGAGGATTATTGAC TAC ATGTTC AGC C TAC C AATTGC 
AGAAAACATAATGGAAAGCCTGGGTGGGCACTACATTTCAGAGCATGGCATTAGCATTGG 
GTATCACTCATGACACAGATGGGCCTTGTCTGCTTGGGGAGTACCTTGCCCCATGTGGCA 
AGTTTGCCGCTTTGGCAGGAAGGCCTGATGTGAAGCTAGATTGAGAAGGGAGAAGGTGTG 
CAGTTTGTAATACTTAAACAAGGAGTTCACTAACTTGTAAGTGAGTCATCAGGGAAGAAA 
TGTAATCAGAACTGAGAAAGCCAGACCAGGCTCTCATCTAATTCCACCCACATCTGTCTT 
GTACTTTATAGTCTTC AGATGC C TTC ATTC AC C C AGTATC CCC AGGTGGTAAGAAGC AC A 
TGTGTTATCATTGCCATTGTCAAGATGAGTGAATTAACTTTTTTATAAGCAGTCTATAAA 
CATTTACTGTTCTGGATCATATCTTTATTCTTTTTGCATTTACCTAGCATTTCAACCACC 
AATTTGTTTTTATTCCTTACACAATTTCATTAAGATTTTGGGGGCAGGATAAAGTGTAAC 
AACAGATAATGAATATGATGTAATTTCAGGTTTGCCTGGGAACTCAAAATTGTAGGTTAT 
TATGGGGATTAAGTGAGGAAACCTGAGGCCCTGGGAAGTTTTAAGTGGCTGGTCCTCAGT 
TGCCCCTCCATGTGGCAAAGCTGGAACCAGAACCCACATCTTTTCTAGTCCTGCAAGTTT 
TCTGCTCTATTGCCCTCTCTTGGTAGGAAAACATCACAGACCATGAGGCTTCACTTAAAG 
GTGGAGAAAGGACAAGAGGCAGAGAGACTCCACAAGTTCTAGCTATGAGGTTTCCAAAAA 
AATAACAGAAAAGAGATTTTCTTGACTTTTATTATGGTTAGGTATAATCATGACCCAAAA 
AC TC C C TC C C T ATTGC T AG AG AAGG AAAACTC C TTGC GC GAAATTT ATTTTCTGTTTCTT 
TGGTCTCAATTTGAAAATTTAGGTACTTTTTTTTCAATAACAGACGTTTCAAACATGTAA 
AAACAAAGTACTATTCTTTTACCTCAAATCTGAAGGTCAACAGTGTATTACTCTAACCTC 
ATATTTCATGTATAAAT AC AGATGC TCGTTGACTTATGATGGGGC TAT ATCC TGAT AAAC 
CCATTGGAGGTTAAAAATATTTTAAGTTGAAAATGCATTAATACCCCCCCATAAACCCAC 
TGAAAAGTAAAAAAAAAAAAAATCTAAATCTAACCATCATTGAGGATAATCTGTACCAAT 
TTATTAATACATCTCCTAACTCTTAAACTGTGATAAAATGCAAATGTTTAATACAAAATT 
CTACCTTAGAACAAGAAGAAGTCATTTTTTTTTCATTTTGTCTAGATGTCTAAGTGATTC 




TAGATGCTATAAATGTGCCAGAATCAGAGATAGGTATAGGCTTGTGCCATTCAACAAGGT 

AGTCACGGCCTTGTGTGGTAATTTAAATTTCAATTAGTTAAAACTAAATAAAATTAAAAA 

TTTAGTTTCTATTTGTGCTACACACATTTCAAGTGCCCAACAGCCACATGTTGCTAGTGA 

CTACCATATGGAACATTGCAAATATAGGTTATTCCTATCACTACAGGAAGATCTATTAGA 

CAGTGCAGGTGGTTAGGTCAAGCATCCTGAGAAAATTATGAGAGGAAGAACAGAGGAAAT 

TAAC ATC TATC TTTATC TC TTTGATGCTTCC TATGTTTTTGGC TGTTG AC T AAATGG AT A 

CAGCCAGGGCACCAAATCATGAAAAACAGTTGAGTAATAATTTAATAGGTCACTATACTT 

TTAGGAAATATCC TCTTCC TTC ATTATAC AC TATC AAGAGAAGAGAACTG AAATAATAGT 

TTCTTCTAATTGTCTACACAATACGTTTTTCTGGAATCCTCCCTTTAACAAAAATCACTA 

C C C AAATTATC TTTTATATTCTATGATGGGGTTC AGG AC AC TGTACTC C C AAATGTTTTA 

AGCTGAAGGAATTTGAGAAAAC AAGAAAAGC AGAAAGATC AC TC TGAC C TTCC C CTC ACC 

CTCCATCCTGAAGGAAGTCATAAAACCTAGGATTTTCTGACCTTCCCATGTAGCAAGTCA 

T AAG AC C C TC ATGC G AGAGGTGC C C C TGTTAT AC C C AG AAG AAAGAAG AATTC C C C C C C G 

CCTTTTTGTTTGAGATGTGGTCTTACTCTGTCACCCAGGCTAGAGTGCAGTTGCATGATC 

ATGTTCTGCTGCAACCTTGAACTCCTGGGCTCAAGC AATTC TCCTGC CTC AGCCTCCCAA 

GTAGCTCAGACCACAGACACATCCTCCACACTTGGCTACTTAAAAATAATTCCTTTTTTT 

T ATT ATTT ATTTATTTTTTTTTT AG AGATGGGGGGGTC TC GC T ATGTTG AC C C GGTTGAT 

CTTGAACTCATAGCCTCAAGGGATCATCCCACCTTGGCCTCTCAAAGTGCTGAGATTACA 

GGCATGAGCCACTGCTCCTGGCCTAAGAATCCTTATCTCCAAAGACAAAGGTAGAACAAA 

TAAGAATCTGAACAAACAGGCCTTGCTAATTTTCCCCAGTTTATTACCATTAGATCATAC 

TC TGC C C TATC AT ATTTCTCC AC AACTATC C AC AC TTTATC AAAC TTAC TGTAAAAAATT 

ATCAGGTTGAACCACTTTTTTGGGTCTTCCTTACCAAGGCCTCTGTGTCACGTAAAACAT 

ATTC AAT AAATGAGTAC AC TTTTC C TTTGTT ATTCTGTC TTTTGTTATAGTGGC C TC AGC 1 

C ATGAACCTAGGAAGGGTGGAAGAAAAGGTATTTTTCC TAC TC TATATC TAGTATATTCC 

AAGAAGCATAGAATGATTGTTTAGAAAGAGGAAAAATACTTCAACAGGGTACCTACAAAC 

TTTTGAGAGCAAGAAATAATAAAGACAGTCACATTTTACTGCACAGTGAAAACCGCTCAA 

AACCCTAC AGGAC AACTAATATGACC TGTGAAAAAAGC AATATTAGC TTC GTTAGAAGCT 

TTCCAGTTTCCCAGATTTAAATTCCTTAAGGTTGAGCACTGAAATATTTGTGGAGAATCA 

C AC AAGC C TGTT ATGTGAC AAGGTC TC ATT AC C C C CTT AAGGGTGCTC ATC TTTC AC AGA 

AACTCATTTCACATCTCATCAGTTGCAACCATGAGCTGGGGAAACTGGTTTCTCATTTCT 

CAGAGGTAAGAATACAGACACAGAATTCAGAATAAAGGACTAGAATTTTTCCCTAATGAG 

ACTAGGCTCAAGCAACCCCCACTTCTGGAAATGGAATAAGCCTTTTGCTGTTTCCCACAG 

GGCACTTGACAGTGATAATTGTGACACATCTCAAAGGTATTTCAGGAGTCTCAGGGGCAT 

ATGACAGGAGTGTTTGTTCCAGGTAAGCAGTTACTGGCTGGTGATGGATGTTTATTTTTC 

C TTTC ATCC AGC ACTTGACAGAGTGATTTTATAGAGC TTTGC AGAGTTC TAGAAGTAAAA 

ATATTAGGACACATGTCTTAAAGAGATGCTTTAGATACAGTTTCAAAGGATGCCAATGTT 

TC AAATC C ACTC ATGC GAC TGAAC AAAGAGATC AAGAGTTTTC CC CTCTAC AC ATTAACT 

G AGAAC AGAAATTTGC AAGT AATGGTT ATTGTGTAGAGAGAT AAG AAAGG AAC T AAG AGG . 

AGGAGGGTAGC C AGGC C TTC AGTGTTC TTC AAAAC T AACTGGC TGGGAGGC AAGGGTC TT 

TGGGGGTCTATGGTTCACTCTGCTCTTCCCACAATAAGTAATTTTTTAAATCAAGCTAAA 

AATTCTATC TGAGC ATAGAGTC AAGATAAAAATAAAGC ACTC C AC AAATAC ATC AAAGTC 

CTGACCTTGAATGTTCTTCCTCACAGTTACTACTAGGTAGAGACCTTGTCACTTCCTAGA 

TTATTTT AACTATAACCTGATTACTGC ATTC TGC ATTTATCCTTGGGGTATGATTAAAGG 

TTATAAAATTC AGGTTCTTAGAAGTGAAGGAC AAC ATC C AATC TAGAGTTC ATC AGTTC A 

TACAAAAATAAAACACAATGAACATAGATGATAGCATTCTCTAGATATGAGAACATTTTT 

TTTCCTTTGAAAACAGTGGGGTGGATCAAGCAATTCTTATGACTTAAGAAAATATGTTCC 

ATGTAGGGCTAAAATAGTGTTTCCCTGTCTGAAGTAAGTATGGTCATGGTGGAACAATTT 

CCTACATTTTCCAAGTTGAAAATATCAATTATTACATACTCATTTTTGCTTAATCCAGAA 

GTTACCTCCTAACTTACTACGATTTTTGTGTTGTTTTCAGAATAGAAATCAAAACCAAAA 

CACCACCACCACCACAAAAGCCTCCAAAAAACAGTTTTACAAAGCTGGAGATTTTGTTTA 

GAGAGAACTACCTATTCCTTTGTTGTGGTGGACACTTTTTAAAAATTATTATTATACTTT' 

AAGTTGTGGGATACTTGTGCAGAACGTGCAGGTTTGTTACGTAGGTATACACGTGCCATG 

GTGGTTTGCTGCACCCTTTAACCCATCACCTACATTAGGTATTTCTCCTAATGCTATCCC 

TCCCCCAACCCCCAACCCACCGACAGCCCCCAGTGTGTGATGTTCCCTTCCCTGTGTCCC 

TGTGTTCAACTCTCACTTATGAGTGAGAACATGTGGTGGTTGGTTTTCTGTTCCTGTGTT 

AGTTTGCTGAGAATGATGGTTTCTAGCTTCATCCGTGTCTCTGCAAAGGACGTGAACTCA 

TCCTTTTTTAAGGCTGCAAAGTATTCCATGGTGTATATGTGCCACATTTTCTTTATCCAG 



TCTATCACTGATGGGCATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGAATAGTGCTGCA 
ATAAACATATGTGTGCATGTGTCTTTATAGCAGAATGATCTATAATCATTTGGTATATAC 
CCAGTAATGGGATTGCTGTGGACACTGATGGAGAGCAACTCAAACAGTAATTCCTAACAA 
TGATGTTTGCTTCATATTTTAGTTTATATTTTAAAACATATTTCTGCATGATGTTTAACA 
TCTTGCAAAATATATTTCATATGCATTATTTTATTTGACCCTCAGAGCAACTCTGGAAGG 
GGTTATC TGATATATTAATTTTTC AGTCCTATTTAAATATGTGAAAAC TGAGTC AAAAC T 
TTAGTGACTTGCATGTGTTTCCACAATAATAAAGTAATTAGAGCTGCTGCCTATGTCACG 
GAAGAGCTCTAACTCCTCTTCAGTCTACTCTCTCTCTCTCTCTCTATGTGTGTGTGTCTG 
TGTATATATATATATATATATACACAGACACACACACACACATATATATATATATATATA 
TGTAATTTTTTTTTTGAGATGGAGTTTCTTTTACCCAGGCTGGAGTGCAATGGCGCGATC 
TCAGCTCACTGCAACCTCCGCCTCCCGGGTTCAAGTGATTCTCCCGCCTCAGCCTCCTGA 
GTAGCTGGGATTACAGGTGCCTGCCATCACGCCTGGCTAATTTTTGTATTTTTAGTAGAG 
ACGGGGTTTTGCCATGTTGGCCACGCTGTTCTTGAACTCCTGACCTCAGGTGATCCACCC 
ACCTCGGCCTCCCAAAGTGCTAGGATTACAGGCGTGAGCCACTGCGCCCGGCCTATCTTT 
TATGCTCAATAAAGTGCTATATATTACTAGTGATAAGAAAAACCATAGACCCTGGAACCA 
GTGGATTGGAGTTGGAGTCCTGGCTCTGTGATTTACTGACCAGGCCATGCTGGCCAACTT 
AC TGATC CTC TTAGGGC TC AGTTTAC TC ACC TATAAAAAAAGAATAAAAATAGTGAC ATT 
TTTAC AATATTGTTGATGGGGTGC TAAATGAGCTAATGATTAC TTAC AATAGTTTTTGTC 
AAGCAATAAATGCCATTGTTACTATTATTAAGGTTATTGTGCTCTTTAAGTTTTTGTTCC 
TCCTATATTCTTTTACTTTTGTCTATTTTTGCATAATCCAAGAGCTGATTCCCTGAGTAG 
C AC TT AATAAT AGTTAAAAT AAAC TG AGC ATTTC C GGTTGAAAC AT AC TTC AT ATTTAGA 
AAATAAAAAGATCTTTGACAATTTATATTTTGCTATCTTTATTGTGCCAAATTTATTAAA 
TG AT AT AATTGAATTAAGGTTTTGC TT ATGAG ATTGTGC C GTC ATATC C TGT AAATG AAT 
AACATCATATTTCTCTTTTTTTCTGTCTTTCTGCAAGTAGGTCAAGCTCTGAAATTACTG 
TATCACATATTTGATTATATATTCTAACAATGTTGATGTTGATCCACATGGTGTATTGTT 
CAAATTAGAAAAAACAGTGCCTTCGTCAGGATAGGATTAACCTGTCATCAGGACACTTGG 
CTTGGC AAACC TAGTGTGGGTAGAATTTC TGCTCC TAATC AAACCCTGGC TGGGTGCCC T 
TGTGCAGTGAACAACCTGAACAACTGTATGCAATGGCCCTGTCTTCCTGAATCCTATAGA 
TTAAGC ATTGC AAC AAGAAATC TAAGAATGAC ATAC CTC ATGATACTTTTTC AC GGTTTT 
CCCTGAATTGCATGTGCAGGACCTCCAGTTGACAGTTCCACAGCCACAATTTCCTCCACA 
GCGCTGCACGAGGAGGCAACGTGGAAAGAAGACCACATTGGCCAACTTCAGCTCTTCTCT 
TATATTGACCGAGTAATTCCTGGGAGTGCAACTGTAACGCTTGGCATCATCATTGAGCCT 
ATCCAGGTCAACTGTAAGCAAATACATGCACTGTGTAAGCAAACACAACAGTAAGCACAA 
TTGC TC AGC ATGTGTTTTGGGGAATAGAGTGGGAAGATTC TGTGAGGAC AACTTTAATC C 
TGGGATTAAATCCATCCTCAGGCTCTCAATTACTGGGAACCTAAAGTAAAAGACCTAATT 
TC TCTC TTG ATC C CATC T ACC C TTTGAAAATAAC AAC AAAAAC AAAAC AAAAC AAAAAC C 
TTGGCTAAAATTCATGTCTTGGTTCAAATTTCCTTGCATCTTTTTTATGCAAAAAAAGTT 
CAGAGGAAAGAAAATGAAACATTTGGCAAATTAAAATAATTGCCTTTATCTTCAAAAAGA 
C AAAATAAACTGCTTC TTC ATTC TAAATAAATC CTGAC TC TAAGCC ATC ACTTAAATATA 
ATTTAAATTATATCTAGGACACATTAGAGACAACCACTGTATTATATTTACCTGGCAGTG 
AAATTTCACACATAAATGTAATAAAGAAAAGGGTTTTAGTTTTATTTTTAACTTCAAAGT 
TAATCAACATGTTAGAGAAAATGATTTTTTTGTGTGTGAATATGGTGCATATTTGTGCAC 
TGGGTCCTAGATGGCAGTATAGCATAGTGGTTAAGTGCTTTGGAGCCGCAGTAAAGTTAC 
AACTGCCTTCAATCACATCATGGCTATGTTTCCTTTTAGTTGGAAAGTTATTTAATGGCT 
CTGAACTTCTGCTTCCTCATCTATAACATGTAATCATTTGAAGAATTGAATGTAACGTGC 
CTGCACTCAATGCCAGCTATTCTTACTAATCTTGATTCATCTGAATCTCCCCCTCTCACA 
TTC TTTTC CTTT AAAGTC AAATGG AC AAAATTTAAAAATAT AC TAC GTCTTTCTC C C TC T 
TTATGTTTTCTTCTTTGGACATTATATAAATGATTATCAAGGGATATGGTCAGTGGGACT 
TC TATGAACTAAAAGC AC C AC AATATTTTC AAAGC TAAGTC ATAAATATTTAC TTGAATT 
CAATTCGCATTATTGTGTTACATAAATTAGATTTGATTTCGTGTTCTCCAAGTCCATCCA 
ATT ATC CATC CATTTGGCAGCCAAATCCTCTTATTGGTGC ATAC ATAC ATGAGTATCTTC 
TCACAAGAACACAGTTAGAAGCAAGTCCTTTTGTCTGCACAGAACCCACCACCCTTTCCC 
AATGCACGCCCTTGTGTGCACCAGGCCACCACAGAAGGAATCCCATGAATGTTAGGCAGT 
TATCACCATGTTCATTCTAAACTCTAGCCCTGGTAAATGTCTTAGGCTTAAACTGAAACT 
GCTTAAGGAGAAGGAAGAAAAAAAGCCTTTGGGAGCAGAGGTCAAAAGTCAAGGACAGTG 
TC AGTAGAATGC ATCTAAGGAAAATTGC AGGAAC AAGTGTGGACC ATGAGTC C AC TAAC C 
GCATCCCTGTTTGTCTTTTTATATCTACAACTGTGCTTTGATTCTCAAGGGCAGGGATTT 



ATCC C C AATTGTC AT AC GC TGAGC C C AGGAT AC TGTGGGAAC T AAAT AAATGC C AAATAA 

TCACTGTGCATAATTTATTGCTGTTTTTTTCTTCCTTTGTAAAGACATGTCATAACTTTA 

GCTATAATCAATCCAGATTTAAATTGAATGAACTCTGTCTTGGGAAAGGAACCATTTTAT 

TGCTGCTAAAGCCCTGAAAATAACTGCAAGCAAAGCAGAAAGGATTACATAAATGGATTA 

AGAAGTGC AGC AATC ATCC ATTAC AAGTGTC AC C TTGAGATAAATACTGATGC TGGCC TG 

TGCATTCCTGGGCTTGTGAACAGGGCTGATGCAGAGGGCCAAATCTGCTGCTTGTGATAA 

TGGGAAGATATTTGTCTAACACGGAGGACTAAAGAGGTACAATTAGCAGGAAGGGATCGT 

GATGTGTGAGAAGGCAGAGAGGGACAGGACGCAAGCGGCAACACTGAGTCTCTGCTTTCG 

TTCAGCCCTCTGCTGAACTATGTCATAACCTTACAGATATGACTACATTTAGTTGTTCCC 

CACCCATTTCAAGTGAGTATTATTTGCTAAGAGTTAACAGTAAATGGTAAAACTGGAATT 

GAAGCCTTTCCCCCTTTTGCTCCATAGTCTCTGTCACTTTAAGCAGAATAGAGGGATGGT 

C AGTAAGC C ATTAGTTGAAGGAAGAAGACC AGTGTTATGAGGGC TGTACTGGAC TTTCCT 

GTCTGATGTTGAACCAGGGTTGGGTGGTGAATGGCCACATCCTTATCTTCAGAAGACACC 

CAAGCCAAAGTACAGCATGCCTTCCCTATAGGAATTCCAATAAACTCCAAAGTGCCCTCC 

AC AAAC C AGGAGAAGGC ATGT AAGC C TC ATTCT ATTTG AAAC C AAACTC C TC AC ATTGTA 

TAACTCTTTGACTAGCATTGGTTACTTTCATTTCTTACTCACCATGAGGAGATTCACAAT 

TCTGTCAGTTTTATGCATCAATTCACTAATGTCACTAAGAACTGTGACCCAGTGTGACTG 

CTGTAGAATCCACCTGCCCTACATATCAGGCGATTGAAATCACCGAGGCACTCAATTTAG 

AATT AG AAC TG AAAGGTTGTTC TG ACTGG ATGC AAAT AAC TTC AAAGC GTGATTGC AGAC 

TTTCTGCAGGGGATATTGAGTTTCCAGTCAAAGAAGACTGATAAGCCAGTGCAGCAGAGC 

AGGGAGC C AGAC AG AGGC TGAGC AGC AATTAAGGTTTC TGGTGC TTGGGTT AG AAGG AGA 

ATTCTAGAGTGAGACTTCTGGGAGGGAGACAGGCCAAGTGGTGTCAACCGAGAGAGAGGG 

GCTGCCCTTTCTGTTCCTGCATCAGTCTCCATAGCTGAACATTCAGAGCATCAAGGGTGT 

TCCAAATTTAATTCAAGGGCCCGCTAATTTCAACTAACGTCCCTTATTTCATCCCAGTCT 

ACATCATGGAATAATCCCTCTTTTTCTGTCATTCTGAATTTTAGTTTTGCTTTATCAAAG 

CTCTTTGACATCAATTAAGTTTTTTGGGCCTCATACAGGCAGTTTTCTGGAAAGGCTGGG 

AAGGCTCCCCTGTCCTCAAAAACTTCCTTTGGACATACTGGTAAAGTGTGGGGTGCTGCA 

CAGTGCACAGGGGCGCACTTTTCCTTCTSCAGCCCTGCCTCTAGGTGCAGCCTAATCACA 

G AGGTGC TTTGAGATGTAAT AAG AATGC TGGG ATC TGAGC TC T AG AATGGGGATGTG AAT 

GCACACCCTTTTATAGTTTCTAATATTAGGTGTGGGAGGAAGGAGAGTCAACCTGTTCTT 

TTTGATC C TGGC C ATCTAGACTAC TAAGTGCTGTGTTC ATC ATGAGTGC ATGAAATACTC 

ATAAATGC TATGAATTAC ATAC AATC ATTACTCTTAC TTTTGC AGTTGAGGAAACTGAGC 

CTTTCAAAAGTTAAGAAAAAAAAAAAAAAAACTTGTCCACAGCCATACAACCAGTCAGTG 

GTAGAGCCAGAGTTTGAATCCAGGCCTCTTCATGCCTTTTGTACATTATGAGCCCAGTGT 

AAAGATTTGAAGGAGGGTTCAGAGAGCAGCTTCCACAAGCGATGCTGAAGTCTTCCCACC 

AGAGGACCACTTGCTGTGCAAATGACCTGGCTTCCTAGGTGCACCCATAGGCACTAACCT 

GTCATTTTCACAATGTCATTAATACACATACCCAAGCACGAGCAGCTGTGTATCCTCATC 

CACCTATTCAGTTCTGACTAATAAACCAGGCAGCTATTCAGAGTCTACTTTTGTCTTTGG 

TATTGTGATAAAACATTTCGTCCTTTTATCTGAACCGAGTGGACTTTGGCCAATGCACAC 

TCTTCCTTTTGTCCTCATTTCTCCTTGAACCCTTTCTTGCCTCATCTAGGAGCTGAATGG 

ATTGATAGCAATGATTTGTCCTCAGTGGGAACAAATGCCAGGATCCTAAAGATTCTAGTT 

TCTGTAGGACAGATAAAACCAATATAATATTTCACATACTTGGCAAGCACAACATGGGTG 

GTGATC AGC TTAAGATAAAAATTTAAAAATC TATTCC TTATTAAAGTGAAAC ATATTTAT 

TATTTTATACAAGTTACCTGTTCTGGTGGACAGAAGTCAAAATGTGCCTTACTGGGTCAA 

AATCAAGGTATGTAAAGGTAAGTCTGTTTTTGTGAATACAAAAATTCATTATGAAACAAA 

ATAATCTCCTCACTTTGAACATGGGAAAGCACCTTTGTTCTCCACATGCACAATAATTTA 

CTGCTTGTTTTGGTCAACAAGAGGATGGTTTCCTTGAGTCAGTCTCTAAACATTAAGTTA 

TCAGTTGGCTTTCACTGTGCTGGCCATTCATCAATCTTTATTCTGATAGTAGAATCACAT 

GCTTTTTTCTCTTGATCATCCACAGACTGTCAGAGAATCCAATTAAACTGCTGCATGTCC 

TTGAAGACAGTCAGTAATCTTTTTCTTTTCTTTTCTTTTCTTTTTTTGAGACAGAGTCTT 

GCTCTGCTGCCCAGGCTGGAGTGCAGTGGCATGATTTCAGCTCACCATAACTTCCGCCTC 

CCAGGTTTAAGCAATTCTCCCGCCTCAGCCTTCTGAGTAGCTGGGACTACAGGTGTGTGC 

CACATGCCCAGCTAATTTTTGTATTTTCATTAGAGATAGAGTTTCACCATGTTGGCACCA 

GTAATCATTTTATTGTTGTTACAAGGTCTAGCCTTTATAATGCTAAAGTTCTTTATAAAC 

TCTTAGCAGGCATGCAGCAGCAGCCTACATACTAGTGCATATTTACCACATGGTGATGGC 

ATGTGGAG AATG AGC AC TC AAAGT AGGGC C ATG ATGTTTTTG AAAAC C ATGC TCTTGTTC 

TTCTGTTTTGCTTTCTCTGGCATCTCAGCTTGCTATATTATTTTAATCTTCTAGAGCTCA 



AGTCAAAAGGCATATTCACTCTACATCTCCTATGACTCCTTCTCTATGTACTCACCACAC 
TTTTTCTGCCCTCTATTATAGCATTTACTTCATAGACCTTGTTTTGTTTTCTTTGCAGAT 
AGTCCAACTTACAATGGTTCAACATGAGTTTTTTTTTTTTTACTTTTTGATGGTGCTTTC 
AGC TGTGT ATGTT AATGGTGAGC ACC C ATAAAAC C ATTC TGTTTTTC AC TTTC AGTAAAG 
TATTCAATAAATTATATGAGCTATTAAACCTCTATTATAAAATAGGCTTTGTGGTAGATA 
ATAC TGAC C AACTATAGGC TGATATATGCGTTC TGAAC ATGTTTAAGGTAGGC TAGGC TT 
AGCTACGAAGTTC AGTAGGC TATGTGTATTGAATGTGGTTTGAC TTAAC TATATTTTC C A 
ATTACAATGTGTTTATTGGGATGTAAACCCATCAAAAGTTAAGAAGCATCCATATTCAGG 
TGC TTC TC TTCTATTGAACTAAAAAAGTTGTTGGAGGTAGAGAGC TAATC ATCTTTTTAT 
CCCTTCTCTTCTAGTACTTTGTCCCTAATGTAAGGACCAAATGCAGCTCATTCAAGCTCA 
CTTCTAAAACCATTTGACTTCAACGATTAGGAGCAAGGTGCTGCTGAAGGAAGCACAACA 
TCGTCTTTGTGCCAGATTCCCTTTGCAAGAAATAGACACTCAATAATTACTACCTGAATG 
AATCAGATAAACCATGGATTTTTTCAGTTTAATTTTTTATCACAAAGGTGAAACAATTCC 
AACTATCTTTCAGGAATGCATAGAGTATTATTAATACTTTATATGTTGAATGTTTGGATC 
TTATCTCAAGACTAGTCTAGGATGTGGTGTAGTGCGAAAGTGTTAGGTTAGAATTAAGAA 
ACTAGGATTTAGAAC C ATCTC TGC C AAGGATGAACC AAGATGC ATGAGATGAC TGGC AC C 
AAGATCTGTGAAATATAGGAGTGGCACACATGGTAGAGCATGGTCTTGAGAAGACTGGTT 
C TC AG ATGC AAAC ATC AAGGTGCT AAGG AAC ATTGC C TTTGTC AAATGGGAG AC AGTGC C 
ATAATCTGTTATGAAAAGTGCTAAACATTTCCCTTTAATGTTGCAGCACCAGGTTTATGA 
TGC TTTGGGGTGGGGTGGGAGGTGAGGGGAC TATAGGAATAATTGTATTATTTTTGTTAA 
ACAACCAGGGGCTCTCAGCCTTTCTCAAGGTTCATAAGTTCACCAGGAGTCTTCATCCTT 
ATGAATATTACAACCTCACTGTGATTTTCAGAATCCCTCTTCTATAAATCAGCACATAAT 
TATGAAAACTGTTTTCACATTTCAATCCCAATGCAGAAGTGCAAATAAATCTGGAAAGGA 
C AATTATTTTATAAGTTTTAATGAGGGAC TATC AGGATAC TTTAAC TTAAAATTATGAAA 
GACACTGAATTTTGTGACTCCACATGTGGGTTTAACATCTAAAGAATAAAAACATTTACC 
ACTTGTTTTTACACAAATTAACCTAAATCACAGCAAAAGATTCTTAATCAGACAATTCCT 
G ATTTTC AAGGTTT AGAAGC ATTGTGAAGC AAC GAGTGAATGC AAAC TTAC TG AGC AAC T 
ACTATGTATCCAGCACTTTGTGAGATGCTTTCACAAAATCAAATTTCATTTAATTCTCAC 
AGCAAACCCTCATCTTAGATATTACAATTCCCATTGGATGGATGTAGAAACTGAGTTGCA 
GAGGACTTAAGTGAC TTGCCTAAAGCC AC TGGACGTAAGTAGATATTC AGC AC ATATGTA 
C TGGAAAATC AATGGATGACTGAATGAATATCTGGAAGGC AC TGAATTAGC C ATGAAAGC 
AGTAACACCATCATAAAGCCATTCTCTGAACCCTGGGAATTCATGACCTGGGGTGATGTA 
TAAAGCATATCTATGAAATGAAAAATTTTTTAAAAAACAAGTTAGGAGATGAAGGTCTTA 
AAATTTCTTGTTCTCATTTACTAGACTATGAATCCCTGAGCTTTAAACACCATTGAGTTG 
CTCACAGCATGAGCTTTGCAGCCAACAAGGCCAAGTTCATGTCATGATTCTCTATTTTCT 
AGCTCTC AC AGAAAC TTTC TGAATTTTTTTC TTTTAC TATGC AAAATGGGAATC AC AGTA 
GCTCCTGCCAAGGAACTTGTTAAGATTAAATGAGTTTTGAGTGTTTGAAGCACAGGTCTA 
AATCCTACCTCTCAGTAGGTATGCCCACATTATTACTGAAGTGAGTAACACAGATCAAAG 
AAGG AAGTTTAAATC AGAAGC AC C TAAAAC TAG AAGGAGC TGAGATTC TGTAATTGGTG A 
TTAC TAAGGAATAGAAGGCC ATGC CC AC C TTGAACTAAATAC AAAAAGC C AATGATC AGG 
TGTC TTC AGTTTGATTAC ATC AGACGTAACACTATCCTTTGCAAGTGTATTAGTCC ATTC 
TCATACTGAGATAAAGAAACACCCAAGACTGGGTAGTTTATAAAGAAAAGAGGTTTAATG 
GC C TC AC AGTTATGC ATTGC C TGGGAGGC C T AAGG AAACTT AC AATC ATGGC AG AAGGC G 
AAGGAGAAGCAAAGGCACGTCTTACATGGTGGCAGGAGGGAGAGCATGTGTGCAAGTGTA 
GGGGAACTGCCCTTTATAAAATCATCAGATCTTGTGCCACTCACTCACTATCACAAGAAT 
AGCATGGGGAAAACCATCCCCATGATTCAATTATCTCCATCTTGTTTCTCCCTTGACATG 
TGGGGATTATGGGGATTATGGGGATTGCAATTCAAGATGAGATTTGGGTGGGGACACAAT 
GCATAACTATATTAGCAAGTAAAGACACTCAGTGAGTTGGATCTCTCAGCACCAGCAGGG 
CCTACAAGCATATATGCTCTAGGAGCAGTGTAGTGTCTCCTTAAGTCTAGTGGGGCATAA 
AGGAAAACAATCCCATAATAATTTTCCAATGCTTCACAGAAAAAAATTAGCACAGCAAAC 
ACAAGGAACACACATTTCTCTTTAACAAGAGTAATTGCAGTGGAAAATGCACATTTGTTC 
ATC C G ACGC TAAAAGTT ACC TATGGC TTTC C AC TGTC AACTGGATTTTTCC TATTGATTT 
GC ATTTGAATGAC ATGCC TAGATGAGGGGAATAAC TTTGATAATGAGGGTGGGGTTAGGA 
TATC C AC AAAGACGGAC AAC TGCGTCTAGGATGAAAGC AGAGGTGGC AC AGGC AC C AGGA 
GGAAAAACAACTGAAAGTTGTCCCACTGCTGAGATTTTCTTAAAATATTTCATGTGTGTG 
C CC TC ATAGAC AC AC AC AATATGATAAAC AAC AATATGGTTTTTATGAATGC TTGCTGGC 
AAACAGAGTAAGTGAGGCAGCTAGATACTTACAAATCATATGAGTCATAAACAGTGGCAA 



3 



AAGTCTCTAAAAGAAAAGCTTAGCAGAAAAAACATCCAATAAGCAAAATAGTGTCAGAAA 
ATTTC TGGATAAATAGTATC AGAAAAGTTTAGTAC TTGGAGATAATTTTGAAAACTTTTA 
ATGAGTACACTGATTATACAGATAATTAAATAAGACAATATTTGCCAAATACTATCTGTG 
AGGCTCTCCAGATTACTGATGGTTATCTTAGAGCCTTATAGGGAAGACAGCAGAGCAATT 
AATAGAAATATCTTGGTTCTGTGCAGAGTTTTGCAAGCAATTCAAATAATAACAGTAGCT 
ATC ATTTATTGAGGGTGTTAGATAC TC TTTC ATTACC TAATCC TAAC AC AAATTTGC AAA 
GTGCTTATAATTAGAGCCATTTTACAAAGAGAAGAAAATAGAGAATCAGGGGTCTGTAAG 
TGACTTCTCCAAGGCCACTGCTACTGATTTTAGGATTTGAGTTAGAATTTTATTACAAGT 
TAGTTTGACTCTCAAGTCCATGCTCTTTCCATTGCAACGTCCTTCTTTCTTTTGCTCTAT 
TTCTATTAAATTTATGCCAAACAATTTTAATATTGATAAATAAAACTTTCACTTGGTAAA 
GGTACCAAATATACCACATGGTTCAGGAAACTCAATGAAGCTAACCATCTTTCAATAATA 
GAAACTATTATTAACAATAATGTAATATTAATAAGCAACACAAGTTATTATTAATGTCTA 
TTATC TACTGATGTC AC C AGTAC CTC C TTAATTTAC AGAGATGTAGTTAC AGATATC TGA 
AGACTGACTGATCTGACTCATCACTGGTGTCGGCCAACAGCTTTTGGCAAATTCTTAACC 
C AAGTATC AAATAGGC AGAC AGAGAAAATTGC AAGC AC TC AGTTTC TAAAATATGTTC AT 
ATGTT AATGC TC TC TGAAT AATTTC C T AC ATTTGAAATC ATTTTTG AAAAATC AAAAC TT 
GTGTCCTCCTGTTTAGCATGCAGTGGCATGACAAAGAAACAGCAATAAATGATAAAATTT 
TTTTAAAGAAC CTATTCTGACTTAAGAGAAC TC AGAACGAATGAAAAC ATAC TGATATAA 
AACATTTATTTCATTTATTTCTCAGTTTCTTATGCTAGTTATTTACCTGTAAATAATTTG 
CAAATTAGAGTCAAATGTTTTAGATTTTAGAGGAAAATGTCATGGAGAAAATAATAGAAT 
TGGTATTAGATCCTTGGAAATGGGTTGGTAACTGTTCCACAGTTGTAACATCTAACCATT 
TAGAGTCTGTAAAAATCACATATTTCAAACGTCATCATTTGGAACTAATTTAGTATCAAG 
ATGTTT AC TGC AC TC AAT ATT AAAAT AC TGTTTTTTTGTTTGTTTGTTTTTTGTTTTTTT 
TTTTTAAAGCAGGGTCTTCACTCTGTTGACCAGGCTGGAGTGCAGTGGTGCAGTCACAGC 
CCATGGTAGCCTTGAACTACCCGGGCTCAAGTGATCCTCCCACCTCAGCCTCCTGAGTAG 
C TGGAACTAC AGGTATATGCTTC AC GC GTGGCTAACTTTTGTATTTTTTGTAGAGAC AGG 
TTCTCACCATGTTGCCCAGGCTGGTCTCTCACTCCTGGGCTCAAGCGATCTGCCTACCTC 
GGCCTCCCAAAGTGTTGGGATCACAGCAGTGAGCCACTGTGTCGAGTCTAAAACACTTTT 
T AAAAGAGGAGTGGATTTGAATTTT AGC ATGTGTATC TAAAAATGATT AC TTTTTGGAGA 
ACAATATATTTTAATTATTAATTTAAAACTATTAATTTGGAACACCCCAATAATTTTGTT 
C AT ATTTTAATC AAAAC AC AAGC TTTGAAAACAGGTTTCC CTC CTTGC C ATTATGTC CTG 
GATTTTTCTTTGGTGAAC AC AC TATC ATTC TAGAAAGTC AAGTTCTC C TGGAATAAGAAA 
AAGAAC AGATC TTACTTATATTGTTTATCTC C ATAAATC ACC TCTCC GTTAATGTCC AGT 
CAGGGCTGATCATTTCTTAATTTAGAAATGTTGAATTTTATGCTATGAACTTGAATAAAT 
ATACATTGTCCTTAAATTCATAGGTATATGTTTTTTCTGTTTTGTTTTGTTTTTTTAATT 
TTATGATTATTATACTTTAAGTTTTAGAGTACATATGCACAATGTGCAGGTTTGTTACAT 
ATGTATACATGTGCCATGTTGGTGTGCTGCACCCATTAACTCGTCATTTAACATTAGGTA 
TATCTCCTAATGCTATCCCTCCCCCCTCCCCCCACCCCACAACAGTCCTCAGTGTGTGAT 
GTTCCCCTTCCTGTGTCCATGTGTTCTCATTGTTCAATTCCCACCTATGAGTGAGAACAT 
GC GGTGTTTGGTTTTTTGTC C TTGTG AT AGTTTGCTGAGAATG ATGGTTTC C AGC TTC AT 
CCATGTCCCTACAAAGGACACGAACTCATCATTTTTTATGGCTGCATAGTATTCCATGGT 
GTATATGTGCCACATTTTCTTAATCCAGTCTATCGTTGTTGGACATTTAGGTTGGTTCCA 
AGTCTTTGCTATTGTGAATAGTGCTGCTATAAACATACATGTGCTTGTGTCTTTATAGCA 
GCATGATTTATAATCCTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAATGGTAT 
TTCTAGTTCTAGATC CC TGAGGAATC AC C AC ACTGAC TTCC AC AATGGTTGAACTAGTTC 
ACAGTCCCACCAACAGTGTAAAAGTGTTCCTATTTCTCCACATTCTCTCCAGCACCTGTT 
GTTTC C TGAC TTTTT AATGATTGCC ATTCT AACTGGTGTG AG ATGGT ATC TC ATTGTGGT 
TTTGATTTGCATTTCTCTGATGGCCAGTGATGATGAGTATTTTTTCATGTGTTTTTTGGC 
TGCATAAATGCCTTCTTTTGAGAAGTGTCTGTTCATATCCTTCACCCACTTTTTGATGGG 
GTTCTTTGTTTTTTTCTTGTAAATTTGTTTGAGTTCATTGTAGATTCTGGATATTAGCCC 
TTTGTCAAATGAGTAGGTTGCAAAAATTTTCTCCCATTCTGTAAGTTGCCTGTTCACTCT 
GATGGTAGTTTCTTTTGCTGTGCAGAAGCTCTTTAGTTTAATTAGATCCCATTTGTCAAT 
TTTGGCTTTTGTTGCCATTGCTTTTGGTGTTTTAGACATGAAGTCCTTGCCCATGCCTAT 
GTCCTGAATGGTATTGCCTGGGTTTTCTTCTAGGGATTTTATGGTTTTAGGTCTAACATT 
TAAGTCTTTAATCCATCTTGAATTAATTTTTGTATAAGGTGTAAGGAAGGGATCCAGTTT 
CAGCTTTCTACATAGGGCTAGCCAGTTTTCTCAGCACCATTTATTAAATAGGGAATCCTT 
TCCCCATTGCTTGTTTTTCTCAGGTTTGTCAAAGATCAGATAGTTGTAGATATGCGGCAT 



TATTTCTGAGGGCTCTGTTCTGTTCCATTGGTTGATATCTCTGTTTTGGTACCAGTACCA 
TGTTGTTTTGGTT AC TGT AGC C TTGT AGTGT AGTTTG AAGTC AGGT AGC ATG ATGC CTC C 
AGCTTTGTTCTTTTGGCTTAGGATTGACTTGGCGATGTGGGCTCTTTTTTGGTTCCACAT 
GAACTTTAAAGTAGTTTTTTCCAATTCTGTGAAGAAAGTAA 



